
Generation of haplotype 

separated grapevine 

genome sequences to 

support analyses of 

pathogen resistance loci

European grapevine (Vitis vinifera) is highly susceptible to various 

pests and pathogens. Current grapevine breeding aims at 

developing new cultivars with increased resilience to pathogens to 

reduce the mandatory applications of protective chemicals. The 

source of genetic disease resistances or tolerances are wild 

grapevines from America and/or Asia. Genetic mapping and 

quantitative trait analyses allow the localisation of resistance loci in 

the genome. However, the detailed genetic structure and the gene 

composition of such loci can only be resolved at the DNA sequence 

level. I will report about the generation of high-quality, haplotype 

separated genome sequence assemblies of two genotypes. These 

genotypes are the interspecific grapevine rootstock cultivar ‘Börner’ 

(V. riparia GM183 x V. cinerea Arnold), and the grapevine breeding 

line Gf.99-03 (V. vinifera with an introgression from V. amurensis). 

Using trio binning, truly phased haplotype assemblies of both 

grapevine genotypes were generated. One resistance locus will be 

presented in detail.
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